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Profile  

Dr. Sumra Wajid Abbasi is a distinguished researcher in bioinformatics and computational 

biology, specializing in molecular modeling, integrative data analytics, and biomedical 

applications. Her expertise includes protein modeling, molecular docking, computer-aided drug 

design, in silico vaccine development, and AI-driven predictive modeling. She has led multiple 

research projects and published over 78 peer-reviewed international papers, with a cumulative 

impact factor above 326 and more than 2,106 citations. Her academic work reflects a strong 

commitment to advancing data-driven biomedical research and translating computational 

approaches into meaningful scientific and clinical insights. Dr. Abbasi completed six-month 

research training at King’s College London under the HEC-IRSIP scholarship. She is a Member of 

the HEC National Curriculum Review Committee, book editor of “Polymeric Scaffolds and Their 

Role in Biomedical Engineering”, and topic editor for Frontiers in Immunology in the section 

“Computational Vaccine Development against Parasites.” She also actively mentors postgraduate 

and graduate scholars. 

Research Interest  

Computer-Aided Drug Design, Virtual Screening & Molecular Simulation, Reverse Vaccinology, 

Antibiotic Resistance Mechanisms, AI in Drug Discovery 
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Grants/Awards/Achievements 

 Antimicrobial Peptides from Marine Sponges against Multi Drug Resistant Bacteria. 
(NRPU, HEC, 7.59 M, as PI) 

 In Silico Identification and Characterization of Bacterial and Fungal Peptide-Directed 
Ligands for Wound Healing. (IRF, NUMS, 1 M, as PI) 

 Prototype Development of Molecular Markers for Diagnosis of Leishmaniasis through 
Whole Genome Sequencing (CL-BIOMARKER). (TIF,NUMS, 5M, as Co-PI) 

 Harnessing Synthetic Microbiome based Transplant for Recovering Gut Dysbiosis: A 
Human Clinical Trial. (TIF,NUMS, 5M, as Co-PI) 

 Recipient of the Higher Education Commission of Pakistan Indigenous Ph.D. Fellowship 
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